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Run intensities
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Medians of run intensities
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Coefficients of variation
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Number of proteins

Protein coverage distribution
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Charge distribution per .raw file

By percent of total peptide count
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Charge distribution per .raw file

By percent of total intensity
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Missed cleavages per .raw file

By percent of total peptide count
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Peptide types per .raw file
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Peptide type intensity per .raw file
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